Automatic Identification of Human Spermatozoa with Zona Pellucida Binding

Capability in Clinical Assisted Reproduction using Deep Learning
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Stage 3: Identification of a clinical
threshold for predicting IVF
fertilization outcome

their capability of binding to the zona pellucida (ZP) surrounding
an oocyte, the first step leading to fertilization using image
analysis. This novel sperm quality metric can be used to identify
couples at high risk of unexpected fertilization failure for

Stage 2: Deep learning model establishment
personalized clinical management.
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validation with a larger sample size.
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